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wEH R : C57BL/6J
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PCR size Primer
Primer Primer
ID Name Sequence (5°-3°) illustration

C0011 P1 TCAAAGCAAAGCCAGTCCG ko = ~485bp common
Co0012 | P2 TAGGTCAGGGTGGTCACGAGGG | i = ~267bp Mutant
C0013 P3 GACCCACTGTTACCATCTGC Wild type
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2) PCR [ NiAR LY HIREFT :

Reaction Components Volume (pL)
gDNA Template 2.0

10 X Taq Buffer(mg2+ plus) 2.0

dNTP Mixture (10 mM) 0.5
Primer mix (10 pM) 0.5

Taq DNA polymerase(5 U/uL) | 0.5
Milli-Q H20 To20u L
Seg. | Temp. | Time Cycle

1 950C Smin

2 95 oC | 30s

3 580C 30s

4 72 oC | 30s 2-4,40

5 72 oC | 3min

6 25 0C | hold
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