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B6.129P2-Lyz2tm1(cre)lfo/J

i RHS: GAP1052
i & #R: Lyz2-Cre | Also Known As: LysM-cre

LEX ISR

LysM-cre sefE B Mg 2 £ K (Lyz2) I — 149 ATG J546 N Cre H4
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BEZEEER:

#BEH R: C57BL/6J

MmARRKEL: Targeted

AHRERE: Lyz2-cre

FAFRER:
Tc 35 SR W

Homozygote x Homozygote
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1) $EE5M:
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Primer Sequence (5°—3’)

Lyz2 F1 CTTGGGCTGCCAGAATTTCTC Mutant: 721 bp
R1 CCCAGAAATGCCAGATTACG
F1 CTTGGGCTGCCAGAATTTCTC Wild type: 346
R2 TTACAGTCGGCCAGGCTGAC bp

2) PCR [ NiAR LY HIREFT :

PCR A% (Reaction/Components): PCR R Rz#fF(Touch down Cycling)
R K B 9 (Vazyme Seg. Temp. | Time Cycle | £Temp/cycl
P112-03) &R () | RE e
Reaction Component | Volume Concentration
(Vazyme P112-02)
2xTaq Master Mix | 12.5 95°C Smin
(Dye Plus) !
ddH20 9.5 2 98°C 30s
Primer 1 10uM 3 65°C 30s -0.5
Primer 1 10uM 4 72°C 45s 2-4,
20x
Template 1 ~100ng/pl 5 98°C 30s
6 55°C 30s
; 72°C 45s 5-7,
15x
8 72°C Smin
9 10°C hold

3) WUHEE R ] 2% IR e L ik LA 73 B 2%l
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HAKW] 22, https://www.jax.org/strain/004781
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1. Conditional gene targeting in macrophages and granulocytes using LysMcre mice.
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